Supplementary
. Phylogenetic tree of thermophilic and hyperthermophilic archaebacterial thioredoxins using EcTrx as a eubacterial reference. E. coli thioredoxin (EcTrx) was aligned with homologous polypeptides (annotated as 'putative thioredoxin' as well as unannotated sequences) from thermophilic and hyperthermophilic archaebacteria. Aligned sequences were used for phylogenetic tree construction using neighbor-joining. Accession number and organism source are shown for each sequence. Bootstrap values for each node are indicated; branch lengths correspond to genetic distances. Thioredoxins from M. thermophila, E. coli and P. furiosus are boxed. Supplementary Fig. S2 . Thioredoxin gene sequences utilized in this work. EcTrx and HsTrx are the natural gene sequences. MtTrx and PfTrx are synthetic genes optimized for E.coli codon usage and with an added CpoI restriction site in the sequence region corresponding to the display site; the natural display site sequence of PfTrx (CPPC) was converted into the canonical CGPC sequence. MmTrx is the natural mouse thioredoxin gene with an added CpoI restriction site introduced within the display site sequence by PCR mutagenesis. CpoI restriction sites are in bold and underlined. 
